Key indicators: single-crystal X-ray study; T = 223 K; mean (C-C) = 0.002 Å; R factor = 0.042; wR factor = 0.110; data-to-parameter ratio = 14.6.
In the title compound, C 7 H 7 N 5 , the non-H atoms are almost coplanar (r.m.s. deviation = 0.050 Å ), with the N atom of pyridine ring oriented to the N-N(H) side of the 1,2,4triazole ring. The mean planes of the pyridine and 1,2,4triazole rings form a dihedral angle of 5.58 (7) . The N atom of the amino group adopts a pyramidal configuration. The molecules are linked into a two-dimensional network parallel to (101) by N-HÁ Á ÁN hydrogen bonds.
Related literature
For 1,2,4-triazol-5-amines as building blocks in the synthesis of fused heterocyclic systems, see: Dolzhenko et al. (2006 Dolzhenko et al. ( , 2007a ; Fischer, (2007) . For a summary of structural data for 1,2,4-triazoles, see: Buzykin et al. (2006) . For crystal structures of Cu II complexes with 3-pyridin-2-yl-1,2,4-triazol-5-amine, see: Ferrer et al. (2004) . Table 1 Hydrogen-bond geometry (Å , ). (2) 3.0264 (16) 151 (1) Symmetry codes: (i) Àx þ 3 2 ; y À 1 2 ; Àz þ 3 2 ; (ii) Àx þ 1; Ày; Àz þ 1.
Experimental
Data collection: SMART (Bruker, 2001) ; cell refinement: SAINT (Bruker, 2001) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008) ; program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL. (Fischer, 2007) and 1,2,4-triazolo[1,5-a][1,3,5]triazines (Dolzhenko et al., 2006) . It also should be mentioned that 1,2,4-triazol-5-amines are widely used as ligands and crystallographic data on three different mononuclear complexes of 3-pyridin-2-yl-1,2,4-triazol-5-amine with Cu II have been reported by Ferrer et al. (2004) . However, no crystallographic study has been performed on the ligand.
In continuation of our investigations on using 1,2,4-triazol-5-amines in the synthesis of fused heterocyclic systems (Dolzhenko et al., 2007a,b) , we report herein the crystal structure of a synthetically important building block viz. 3-pyridin-2-yl-1,2,4-triazol-5-amine.
Due to annular tautomerism, 3-pyridin-2-yl-1,2,4-triazol-5-amine may theoretically exist in three tautomeric forms (A, B and C) and for each of them, rotameric structures A', B' and C' are possible ( Fig.1 ). As observed in reported Cu II complexes (Ferrer et al., 2004) , 3-pyridin-2-yl-1,2,4-triazol-5-amine was the only tautomeric form found in the crystal (Fig. 2) .
However, the molecule exists in the crystal as rotamer A in contrast to rotamer A' found in Cu II complexes.
Bond lengths and angles in the molecule of 3-pyridin-2-yl-1,2,4-triazol-5-amine are within normal ranges, and comparable with values summarized for 1,2,4-triazoles by Buzykin et al. (2006) . 3-Pyridin-2-yl-1,2,4-triazol-5-amine has practically planar geometry with slight deviation of the pyridyl moiety, which makes a dihedral angle of 5.58 (7)° with mean plane of the 1,2,4-triazole ring. The nitrogen atom (N4) of the amino group adopts a pyramidal configuration with 0.26 (2) Å deviation of the nitrogen atom from the C2/H4A/H4B plane.
The molecules are linked into a two-dimensional network parallel to the (101) by N-H···N hydrogen bonds (Table 1  and Fig.3) .
Experimental 3-Pyridin-2-yl-1,2,4-triazol-5-amine was prepared according to general method reported by Dolzhenko et al. (2007a,b) .
Single crystals suitable for crystallographic analysis were grown by recrystallization from ethanol.
Refinement
N-bound H-atoms were located in a difference map and refined freely [N-H = 0.90 (2)-0.92 (2) Å]. C-bound H atoms were positioned geometrically (C-H = 0.94 Å) and were constrained in a riding motion approximation with U iso (H) = 1.2U eq (C). Fig. 1 . Possible tautomers and rotamers of 3-pyridin-2-yl-1,2,4-triazol-5-amine. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of F 2 > σ(F 2 ) is used only for calculating Rfactors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Figures
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) (5) C1 0.0330 (6) 0.0385 (7) 0.0273 (6) 0.0057 (5) −0.0056 (5) −0.0035 (5) C2 0.0357 (6) 0.0391 (7) 0.0274 (6) 0.0053 (5) −0.0068 (5) −0.0030 (5) C3 0.0305 (6) 0.0419 (7) 0.0301 (6) 0.0076 (5) −0.0028 (5) −0.0010 (5) C4 0.0442 (7) 0.0522 (8) 0.0310 (7) 0.0046 (6) −0.0016 (5) −0.0025 (6) C5 0.0488 (8) 0.0683 (10) 0.0304 (7) 0.0080 (7) 0.0032 (6) 0.0071 (7) C6 0.0444 (8) 0.0558 (9) 0.0457 (8) 0.0057 (7) 0.0046 (6) 0.0150 (7) (16) 171 (1) N4-H4A···N3 ii 0.90 (2) 2.11 (2) 2.9971 (16) 172 (1) N4-H4B···N1 i 0.93 (2) 2.19 (2) 3.0264 (16) 151 (1) Symmetry codes: (i) −x+3/2, y−1/2, −z+3/2; (ii) −x+1, −y, −z+1.
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